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Mission Statement
The physical and functional organizations of the mammalian genome are correlated outcomes of evolution. The genome contains extensive, regional 
domains of functionally related elements that have coalesced over evolutionary time to promote the co-inheritance and survival of compatible sets of 
alleles. Moreover, domains on separate chromosomes interact in a distinctly non-random manner, forming scale-free networks. In effect, the 
mammalian genome is a dynamic system that varies spatially in its organization and expression and temporally in its evolution and inheritance. 

Our initial studies were carried out using inbred mice, which provide a remarkable evolutionary experiment in that they contain mixtures of genomes 
from several distinct subspecies previously separated by millions of generations. The strong conservation of gene order among all mammals suggests 
that we all share a common pattern of genome organization. By developing detailed maps of interactions that encompass allelic diversity, functional 
categories, gene expression, recombination hotspots, and phenotype associations we can evaluate the role of genome-wide organization in 
mammalian biology.

We believe that understanding these principles will provide new genetic approaches to understanding human health and disease at the systems level. 

CGD Primary Investigators
Karl Broman

University of Wisconsin-Madison

Elissa Chesler
University of Tennessee

Gary Churchill
The Jackson Laboratory

Joel Graber
The Jackson Laboratory

Beverly Paigen
The Jackson Laboratory

Kenneth Paigen
The Jackson Laboratory

Petko Petkov
The Jackson Laboratory

Fernando Pardo-Manuel de Villena
University of North Carolina

Richard Woychik
The Jackson Laboratory

Gary Churchill, Director

Gudrun Brockman Karen Fancher Manju Jagalur Sarah Langley

Qian Li Renhua Li Liam O’Brien Keith Shockley

Aubrey Smith Randy Smith Jin Szatkiewicz Sharon Tsaih

Peter Vedell David Witmer Yong Woo Lei Wu

Hyuna Yang

Gary Churchill

Deepti Anand Michael Brockman Alex Denby Lucie Hutchins

Nicole Leahy Erik McCarthy Meher Parveen Jesse Salisbury

Priyam Singh Arielle Torres Cheryl Zapata

Joel Graber

Phenotyping Staff

Beverly Paigen and Karen Svens

Ben King Siemon Ng Mike Walker

Kenneth Paigen

Emil Parvanov

Petko Petkov

The Jackson Laboratory

Karl Broman

Elissa Chesler

Tim Bell Nandini Dhullipalla

Lauren Richard

Fernando Pardo-Manuel de Ville

External Collaborators

CGD Group

CGD Advisory Board
Dan Hartl

Harvard University

Aviv Regev
Harvard University

Peter Donnelly
University of Oxford

Jiri Foreit
Academy of Sciences of the Czech Republic (formerly 

Czechoslovac Academy of Sciences

Pavel Pevzner
University of California San Diego

Charles Sing
University of Michigan Medical Center 

Other NIGMS Centers
The Center for Bioinformatics and Computational Biology
The National Institute of General Medical Sciences
Program Director: J. Jerry Li, M.D., Ph.D.

Case Western Reserve University
Principal investigator: Gerald M. Saidel, Ph.D.

Harvard University 
Principal investigator: Andrew Murray, Ph.D.

Institute for Systems Biology
Principal investigator: Leroy Hood, M.D., Ph.D.

Massachusetts Institute of Technology
Principal investigator: Peter Sorger, Ph.D.

Princeton University
Principal investigator: David Botstein, Ph.D.

University of Washington Friday Harbor Laboratories
Principal investigator: Garrett M. Odell, Ph.D.


